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RAW SEQUENCE LISTING 
ERROR REPORT 



BIOTECHNOLOGY 
SYSTEMS 
BRANCH 




V 1 ^! 0 ^ 10 ^ ^T" 15 BranCh ° f thC SciCnti " C and TechnicaI Information 
Center (STIC) detected errors when processing the following computer readable 

Application Serial Number: Qf/6i& ffSV/? 

Source: f)(PJ_ 

Date Processed by STIC: r / ] /( %/lpj) / c 

THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHFR. 

2> WTICT tS^^Y CANT FAXING A C '° PY ° F THK PW ™«T. WITH A 
FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 

lf T ^^ ERV ^ SW ^^ATlON, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 e-mail help: patinZlhelnfShispfn pnv »r p h nnn -rm i H 1n » ( p Wax) 
; PATENTIN 3.0 c-mail help: patin3lielD@ t ispfnpov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKFR 
VERSION 3.0 PROGRAM, ACCESSIBLE THROUGH THE U S PATE^^^ 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 
rhe Checker Version 3.0 application is a state-of the-art Windows based software program 
employe a logical and intuitive user-interface to check whether a sequent hstmg s! 
compliance w,th format and content rules. Checker Version 3.0 works for sequent 1 s 
generated or the original version of 37 CFR §§ 1.821 - , 825 effective October 90S 
rules) and the revised version (new mles) effective July 1 1998 as well as World IntHl l . 
Property Organization (WIPO) Standard ST.25. ' Intellectual 

Checker Version 3.0 replaces the previous DOS-based version of Checker and is Y2K- 
??rp Tf Che t erallows P"bl<c users to check sequence listings in Computer Readable form 
CRF) before submitting them to the United States Patent and Trademark Office (SsPTO) 
Use of Checker prior to filing the sequence listing ,s expected to result in fewer errored sequence 
listings, thus saving time and money. sequence 



Checker Version 3.0 can be down lo adedTrom the USPTO wehsite at the following „m 

http://www.uspto.gov/web/offices/pac/checker 



Iress: 



SEQUENCE LISTING<110> Staub, Jeffrey 
Hajdukiewicz, Peter J Gilbertson, Larry<12<£> Methods and^ectors for site 
specific recombination in plant cell plastids<130> 15868/02<140> 
09/688851^141> 2000-10-16^160> 5 ? <170> Patentln version 3.0<j210> 



2000-10-16<160> 
34<212> 6na^213> Bacteriophage Pl<400> 
ataacttcgt aiagcataca ttatacgaag ttat 
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<210> 2<211> 32<212> DNA<213> Artif icial<220><2?l> misc_f eature<222> 
()..()<223> synthetic construct<400> 2 
gggcatgccg ccagcgttca tcctgagcca gg 
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^JL>^2^ CcfhJ^d /Zoktrt L>J*K 




K:-viexv flu- Sequence Listhi^ to insmv ;t cnnvspc ►nfJin« 
^\p!:>n:!ik>:i is preyed in^u- <2>0> to <ll$> liddS of 
each sequence using a or Xaa. 



